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<! --Start Fragment >RESULT 8 
ABS73882 

ID ABS73882 standard; CDNA; 1586 BP. 
XX 

AC ABS73882; 
XX 

DT 06 -DEC -200 2 (first entry) 
XX 

DE Human cDNA encoding NAAP22 , Incyte 5543910CB1. 
XX 

KW Human; ss; gene; nucleic acid- associated protein; NAAP; gene therapy; 

KW microarray; proliferative disorder; developmental disorder; 

KW cardiovascular disorder; neurological disorder; autoimmune disorder; 

KW inflammatory disorder; atherosclerosis; bursitis; cirrhosis; hepatitis; 

KW psoriasis; cancer; lymphoma; melanoma; brain cancer; breast cancer; 

KW Cushing's syndrome; Alzheimer's disease; AIDS; Creutz feldt- Jakob disease; 

KW acquired immunodeficiency syndrome; Goodpasture's syndrome; 

KW Crohn's disease; multiple sclerosis. 

XX 

OS Homo sapiens . 
XX 

PN WO20 02 74 913-A2. 
XX 

PD 26-SEP-2002. 
XX 

PF 14-MAR-2002; 2002WO-US0 07869 . 
XX 

PR 16-MAR-2001; 2 00 lUS - 027 68 57 P . 

PR 19-APR-2001; 2 00 lUS- 028 54 89P . 

PR 19-APR-2001; 2 00 lUS - 028 5 5 56 P . 

PR 04-MAY-2001; 2 OOlUS-028 8646P. 

PR 04-MAy-2001; 2 00 lUS- 028 87 OOP . 

PR lO-MAY-2001; 2 00 lUS - 029 05 lOP . 

PR ll-MAY-2001; 2 00 lUS - 029 03 69P . 

PR 16-NOV-2001; 2 00 lUS - 033 24 26P . 
XX 

PA (INCY-) INCYTE GENOMICS INC. 
XX 

PI Hillman JL, Baughn MR, Swarnakar A, Yue H, Elliott VS , Burford N; 

PI Ding L, Tang YT, Lee SY, Azimzai Y, Walia NK, Gietzen KJ; 

PI Griffin JA, Lai PG, Yang J, Borowsky ML, Richardson TW, Yue H; 

PI Becha S, Forsythe I J, Jones KA, Warren BA, Thangavelu K; 

PI Honchell CD, Jolley HE, Hafalia AJA, Ring HZ; 

XX 

DR WPI; 2002-723448/78. 

DR P-PSDB; ABG95665. 
XX 

PT New human nucleic acid-associated proteins and polynucleotides, useful 

PT for diagnosing, treating or preventing cardiovascular, neurological, 

PT autoimmune or inflammatory disorders, e.g. atherosclerosis, Alzheimer's 

PT or AIDS. 
XX 

PS Claim 5; Page 216; 219pp; English. 
XX 

CC The invention relates to an isolated human nucleic acid-associated 

CC protein (NAAP), comprising the protein sequences appearing as ABG95644- 

CC ABG95669, or an immunogenic or biologically active fragment. Also 

CC included are the NAAP encoding polynucleotides, a recombinant 

CC polynucleotide comprising a promoter sequence operably linked to the NAAP 

CC polynucleotide, a cell transformed with the recombinant NAAP 

CC polynucleotide, an NAAP transgenic organism, an anti-NAAP antibody. 
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CC screening compounds as modulators or ant/agonists of NAAP or modulators 

CC of NAAP polynucleotide expression, a microarray comprising 30-60 

CC nucleotides of the NAAP polynucleotides and generating an expression 

CC profile of a sample that contains NAAP polynucleotides. The polypeptide, 

CC polynucleotide and agonist are useful for treating a disease or condition 

CC associated with decreased expression of functional NAAP, The antagonist 

CC is useful for treating a disease or condition associated with 

CC overexpression of functional NAAP. The antibody that specifically binds 

CC to the polypeptide is useful for diagnosing a condition or disease 

CC associated with the expression of NAAP. These diseases include 

CC proliferative, development, cardiovascular, neurological, or autoimmune 

CC or inflammatory disorders. These polypeptides, polynucleotides, agonists 

CC and antagonists may also be used for preventing these diseases. These 

CC disease or conditions associated with functional NAAP expression also 

CC includes atherosclerosis, bursitis, cirrhosis, hepatitis, psoriasis, 

CC cancers (e.g. lymphoma, melanoma, brain cancer or breast cancer), 

CC Gushing 's syndrome, Alzheimer's disease, acquired immunodeficiency 

CC syndrome (AIDS), Creutzfeldt- Jakob disease, Goodpasture's syndrome, 

CC Crohn's disease, or multiple sclerosis and many other diseases and 

CC conditions listed in the specification. The present sequence encodes an 

CC NAAP protein 

XX 

SQ Sequence 1586 BP; 491 A; 388 C; 385 G; 322 T; 0 U; 0 Other; 

Query Match 40.0%; Score 1416.8; DB 6; Length 1586; 

Best Local Similarity 98.4%; Pred. No. l.le-269; 

Matches 1484; Conservative 0; Mismatches 17; Indels 7; Gaps 5; 
Qy 637 AGCGGTGAGCCTGGCTGAAACTGCTGGACTGATCAAGCTCGAGGAAGAGCAGGAGAAGAA 696 

I II II II II II Mil II II II III II II II II II MM II II II II II II II II II II II 

Db 1 AGCGGTGAGCCTGGCTGAAACTGCTGGACTGATCAAGCTCGAGGAAGAGCAGGAGAAGAA 60 

Qy 697 CCAGTTATTGGCTGAAAGAACAAAGGAGCAGCTCTTTTTTGTGGAAA-CAATGTCAGGAG 755 

IMMIIIIIIIIIIIIIIM MIIIIIIIIIIIIIIIIIIIMII Mllllllllll 

Db 61 CCAGTTATTGGCTGAAAG/^CCAAGGAGCAGCTCTTTTTTGTGGAAACCAATGTCAGGAG 12 0 

Qy 756 ATGAAAGAAGTGACGAAATTGTTCTCACAGTTTCAAATTCA-AATGTGGAAGAACAAGAG 814 

IMMIIIIIIIMIIIIMIIIIIIMIMIIIMMIM IIIIIMIIIIIIIIIII 

Db 121 ATG AAAGAAGTGACGAAATTGTTCTCACAGTTTCAAATTCAC AATGTGGAAGAACAAGAG 18 0 

Qy 815 GATCAACCTACAGCTGGTCAAGCAGATGCTGAAAAGGCCAAATCTACAAAAAATCAAAGA 874 

IMMIIMIIIMIIIIIMIIIIIIMIMIIIMIIIIIIIIII Mlllli MM 

Db 181 GATCAACCTACAGCTGGTCAAGCAGATGCTGAAAAGGCCAAATCTACCAAAAATCCAAGA 24 0 

Qy 8 75 AAGACAAAGGGAGCAAAAGGAACCTTCCACTGTGATGTCTGCATGTTCACCTCTTCTAGA 93 4 

IIIM llllllll llllll MIIIIIIIIIIIIIIMIIIIMMIIIIIIIIIIM 

Db 241 AAGACCAAGGGAGCCAAAGGACCCTTCCACTGTGATGTCTGCATGTTCACCTCTTCTAGA 30 0 

Qy 935 ATGTCAAGTTTTAATCGTCATATGAAAACTCACACCAGTGAGAAGCCTCACCTGTGTCAC 994 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIII 
Db 3 01 ATGTCAAGTTTTAATCGTCATATGAT^AACTCACACCAGTGAGAAGCCTCACCTGTGTCAC 36 0 

Qy 9 95 CTCTGCCTGAAAACCTTCCGTAGGGTCACTCTGCTGCGGAACCATGTTAACACCCACACA 1054 

IMIIII MM II llllllll Ml IIIIMIIM II llllll Mill! MMIIMMII 

Db 3 61 CTCTGCCTGAAAACCTTCCGTACGGTCACTCTGCTGCGGAACCATGTTAACACCCACACA 42 0 

Qy 1055 GGAACCAGGCCCTACAAGTGTAACGACTGCAACATGGCATTTGTCACCAGTGGAGAACTC 1114 

IMIIII MM IIIIIIMIIIII MIIIIM II MM llllllll IIIIIIIIMIIII 

Db 4 21 GGAACCAGGCCCTACAAGTGTAACGACTGCAACATGGCATTTGTCACCAGTGGAGAACTC 48 0 

Qy 1115 GTCCGACACAGGCGCTATAAACATACTCATGAGAAACCCTTTAAATGTTCCATGTGCAAG 1174 
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IIIIIIIMIMIIIillllilllllllllllMIIIIIIIIIMIIIIIIIIIIIIMI 

Db 4 81 GTCCGACACAGGCGCTATAAACATACTCATGAGAAACCCTTTAAATGTTCCATGTGCAAG 54 0 

Qy 1175 TATGCCAGTGTGGAGGCAAGTAAATTGAAGCGCCATGTCCGATCCCACACTGGGGAGCGC 1234 

1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 I M I 

Db 541 TATGCCAGTGTGGAGGCAAGTAAATTGAAGCGCCATGTCCGATCCCACACTGGGGAGCGC 60 0 

Qy 12 35 CCCTTTCAGTGTTGCCAGTGCAGCTATGCCAGCAGAGATACCTACAAGCTGAAACGCCAC 12 94 

IIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIII 
Db 6 01 CCCTTTCAGTGTTGCCAGTGCAGCTATGCCAGCAGAGATACCTACAAGCTGAAACGCCAC 66 0 

Qy 12 95 ATGAGAACGCACTCAGGTGAGAAGCCTTACGAATGCCACATCTGCCACACCCGCTTCACC 13 54 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIII 
Db 6 61 ATGAGAACGCACTCAGGTGAGAAGCCTTACGAATGCCACATCTGCCACACCCGCTTCACC 72 0 

Qy 13 55 CAGAGCGGGACCATGAAAATACATATTCTGCAGAAACACGGCGAAAATGTCCCCAAATAC 1414 

llllililllMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIMIIIIIIIIMII 

Db 7 21 CAGAGCGGGACCATGAAAATACATATTCTGCAGAAACACGGCGAAAATGTCCCCAAATAC 78 0 

Qy 1415 CAGTGTCCCCATTGTGCCACCATCATTGCACGGAAAAGCGACCTACGTGTGCATATGCGC 14 74 

IIIIIMIIIIIIIIII.IIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIMIII 
Db 7 81 CAGTGTCCCCATTGTGCCACCATCATTGCACiSGAAAAGCGACCTACGTGTGCATATGCGC 84 0 

Qy 14 75 AACTTGCATGCTTACAGCGCTGCAGAGCTGAAATGCCGCTACTGTTCTGCTGTCTTCCAT 15 34 

IIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

Db 841 AACTTGCATGCTTACAGCGCTGCAGAGCTGAAATGCCGCTACTGTTCTGCTGTCTTCCAT 900 

Qy 15 35 GAACGCTATGCCCTCATTCAGCACCAGAAAACTCATAAGAATGAGAAGAGGTTCAAGTGC 15 94 

IIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 
Db 901 GAACGCTATGCCCTCATTCAGCACCAGAAAACTCATAAGAATGAGAAGAGGTTCAAGTGC 96 0 

Qy 15 95 AAACACTGCAGTTATGCCTGCAAGCAGGAACGTCATATGACCGCTCACATTCGTACCCAC 16 54 

IIIIIIIIIIMIIIIMIIIIIIIIIIillllllMIIIIIIIIIIIIIIIIIIIIIII 

Db 9 61 AAACACTGCAGTTATGCCTGCAAGCAGGAACGTCATATGACCGCTCACATTCGTACCCAC 10 20 

Qy 16 55 ACTGGAGAGAAACCATTCACCTGCCTTTCTTGCAATAAATGTTTCCGACAGAAGCAACTT 1714 

IIIIIMIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIII 
Db 10 21 ACTGGAGAGAAACCATTCACCTGCCTTTCTTGCAATAAATGTTTCCGACAGAAGCAACTT 10 80 

Qy 1715 CTAAACGCTCACTTCAGGAAATACCACGATGCAAATTTCATCCCGACTGTTTACAAATGC 1774 

llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 
Db 1081 CTAAACGCTCACTTCAGGAAATACCACGATGCAAATTTCATCCCGACTGTTTACAAATGC 1140 

Qy 1775 TCCAAGTGTGGCAAAGGCTTTTCCCGCTGGATTAACCTGCACAGACATTCGGAGAAGTGT 18 34 

Mllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 

Db 1141 TCCAAGTGTGGCAAAGGCTTTTCCCGCTGGATTAACCTGCACAGACATTCGGAGAAGTGT 12 00 

Qy 1835 GGATCAGGGGAAGCAAAGTCGGCTGCTTCAGGAAAGGGAAGAAGAACAAGAAAGAGGAAG 18 94 

IIIIIIIIIIIIIIIMIIIIIIIIIIIIIIMIIIIIIIIIIIMIIIIIIIIIMIII 
Db 12 01 GGATCAGGGGAAGCAAAGTCGGCTGCTTCAGGAAAGGGAAGAAGAACAAGAi^AGAGGAAG 12 60 

Qy . 18 95 CAGACCATCCTGAAGGAAGCCACAAAGGGTCAGAAGGAAGCTGCGAAGGGATGGAAGGAA 1954 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIII 

Db 12 61 CAGACCATCCTGAAGGAAGCCACAAAGGGTCAGAAGGAAGCTGCGAAGGGATGGAAGGAA 13 20 

Qy 1955 GCCGCGAACGGAGACGAAGCTGCTGCTGAGGAGGCTTCCACCACGAAGGGAGAACAGTTC 2 014 

IIIMIII lllllllllllllllllllllllllllllllllllllllllllllllllll 
Db 13 21 GCCGCGAATGGAGACGAAGCTGCTGCTGAGGAGGCTTCCACCACGAAGGGAGAACAGTTC 13 80 

Qy 2015 CCAGGAGAGATGTTTCCTGTCGCCTGCAGAGAAACCACAGCCAGAGTCAAAGAGGAAGTG 2074 

llllllllllll IIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIII I MM 
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Db 


1381 


CCAGGAGAGATG-TTCCTGTCGCCTGCAGAGAAACCACAGCCAGAGTCAAAGAAGGAGTG 


1439 


Qy 


2075 


GATGAAGGCGTGACCTGTGAAATGCTCCTCAACACGATGGATAAGTGAGAGGGATTCGGG 


2134 






1 1 1 1 1 1 i 1 1 1 1 1 1 i i 1 1 i 1 1 1 1 1 1 1 1 MM i M M M 1 1 Ml 1 i M 1 1 
1 M M M 1 1 M i M M M M M 1 M 1 MM M 1 M M 1 1 Ml 1 1 II 11 




Db 


1440 


GATGAAGGCGT ^ACCTGTGAAATGCTCTTCAAAACGATGGTAA GTGAGAGGATCGGG 


1495 


Qy 


2135 


TTGCGTGT 2142 




Db 


1496 


llllllll 
TTGCGTGT 15 03 





< ! - - EndFragment - - > 
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